Pathway Term

B

Class

CDKN2A
CACYBP
GOT2
IFNGR1
SREBF1
LIFR
MEF2D
DLD
HSPH1
DNAJB12
DNAJA1
MCCC2
ALAS1
EHMT2
HLA-B
HSPA2 0
BMP6

MCCC1

ADSS1 -0.5
GYS1

IL1IRAP

GFPT2 1
SLC2A1

ARG1

TF

COLI1A1

LAMAS

IRS2

ATR

PTEN

BNIP3

VTN

ABCC4

WNT5A

P4HA2

PDIA4

HSP90B1

INSR

HERPUD1

PCCB

PFKFB4

EFNA1

HYOU1

PPP3CB

THBSI1

ALDOC

EROIA

DNAJC3

ATP2B3

NF1

Class

0.5

2D Monolayer
3D MTS

Valine, leucine and isoleucine degradation

Steroid biosynthesis -

Starch and sucrose metabolism -

Protein processing in endoplasmic reticulum -
Protein export -

Protein digestion and absorption -
Propanoate metabolism -

PI3K—AKkt signaling pathway -

Ovarian steroidogenesis -

Mineral absorption -

Insulin resistance -

Glyoxylate and dicarboxylate metabolism -
Fructose and mannose metabolism -
Folate biosynthesis -

Focal adhesion -

Complement and coagulation cascades -
Cholesterol metabolism -

Arginine biosynthesis -

AMPK signaling pathway -

Alanine, aspartate and glutamate metabolism -

0.05 0.10
RichFactor

0.15

0.20

Number
® 5

® 10
® s

Pvalue
0.08
0.06
0.04
0.02

S Cass

DNAJB12
PIK3CA
GAMT
PSPH
ENO3
DLD
CCNB1
ELOB
GOT2

HPD 1
HSPH1

BMP6 -

COL1A1 0.5
PFKFB4

Class

2D Monolayer + 5-FU
3D MTS + 5-FU

IGF1R
ITGAS 0
EFNA1

TF

PCCB -0.5
RNF5

ALASI1

ARG1 1
IRS2

PPP3CB

P4HAL1

GYS1

LAMAS5

INSR

COL4A1

OSMR

HERPUDI1

P4HA2

HYOU1

WNT5A

LAMB2

SLC2A1

HSP90B1

THBS1

EROIA

VTN

LAMC1

HK2

PDIA4

LAMA1

LAMBI1

HSPAS

PLOD2

BNIP3

DNAJC3

SCD

TFRC

DNAJB4
Hspp 1
EGFL,7
HSPE]
MRPS18B

[ ] Collagen-containing extracellular matrix
| Extracellular matrix organization

] Chaperone binding

AMPK signaling pathway - o
Arginine and proline metabolism - ®
Cholesterol metabolism - °
Complement and coagulation cascades - P
ECM-receptor interaction - O
Focal adhesion - O
Fructose and mannose metabolism - ®
Glycine, serine and threonine metabolism - ®
HIF-1 signaling pathway - ®
Insulin resistance - ®

Insulin signaling pathway - o

Pathway Term

MicroRNAs in cancer | g
Mineral absorption - ®
Ovarian steroidogenesis - ®
Phenylalanine metabolism - R
PI3K—AKkt signaling pathway - .
Protein processing in endoplasmic reticulum - @
Starch and sucrose metabolism - ®

Sulfur metabolism -

Ubiquinone and other terpenoid—quinone biosynthesis -
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Endoplasmic reticulum lumen

[ ] Extracellular matrix structural constituent

Mitochondrial translational elongation
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[] Endoplasmic reticulum lumen
] Extracellular matrix organization

[ ] Basement membrane
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Collagen-containing extracellular matrix

[ ] Extracellular matrix structural constituent

Tissue development
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