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Figure 1 The basic assumptions of Mendelian randomization and the main design of this study.
Abbreviations: HI, household income; LNSP, lifetime number of sexual partners; AFS, age at first
sexual intercourse; AFB, age at first birth; ALB, age at last birth; EA, educational attainment; CP,
cognitive performance; UVMR, univariable Mendelian randomization; MVMR, multivariable

Mendelian randomization
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