GRAPHICAL ABSTRACT

Constitutive trafficking of the DOP

Clathrin

Delta opioid
receptor

N

Direct k ‘
DOP-Clathrin L )
adaptor ? v )

Recycling Endosome

Early
Endosome



FIGURE 1

*kkk
120

uojpjezijeutajul
doa-6eid jo %

Time (min)




FIGURE 2

c
=
(o
2
)]
c
©
|5
[

Flag-DOP

11018 uuyle|ois

Td101s ulyje|ols

ui o€ LM-M3H

ulw o¢ OMQ@4ieg-M3H



FIGURE 3
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FIGURE 4
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FIGURE 5
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FIGURE 6
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FIGURE S2
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TABLE S1 - siRNA and DsiRNA sequences

DsiRNAs Duplex Sequences

5- rArCrArArArArUrCrGrArArUrCrArGrGrUrGrArGrCrUrGGA -3’

DsiRNA-Rab4 #1
5’- rUrCrCrArGrCrUrCrArCrCrUrGrArUrUrCrGrArUrUrUrUrGrUrUrA -3’

5’ - rUrUrArUrCrUrUrUrGrArArCrCrArArArUrUrCrCrArCrUrCrCrUrA -3’
5 - rGrGrArGrUrGrGrArArUrUrUrGrGrUrUrCrArArArGrArUAA -3’

DsiRNA-Rab4 #2

siRNA Sequences

siClathrin




