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GACACMAWGMGCGGSATACT AMCAT GCAGT CGACGATGACGACCGAGCTTGCT CGGTCTGATTAGT GGCGAACGGGTGAGT AACACGT GAGTAACCT GCCCTTCACTCTGGGATAACCT CGGGAAAT CGGGGCTAATACCGGATATGAGCT CCTGTCGCATGGCGGGTGTTGGAAAGTTT
NNNNNNNNNNNNNNNNNNNNNNNNTGNAGT CGANGAT GANGACNNNNCTTGCTNNNTCTGATTAGT GGCGAACGGNNNNNNAACACGT GAGT AACCTGCCCTTCACT CTGGGATAACCT CGGGAAAT CGGGGCTAATACCGGATATGAGCT CCTGT CGCATGGCGGGTGTTGGAAAGTTT
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