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Uncoding

RepeatForward
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Kapentagyrus limnotrissae
KaLimnoPool_K

13,323 bp

ribosomal RNAs
transfer RNAs
other genes
ATP synthase
complex IV (cytochrome c oxidase)
complex III (ubichinol cytochrome c reductase)
complex I (NADH dehydrogenase)

Repeat forward
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AT rich segment

Palindrom
RepeatForward

RepeatForward
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Kapentagyrus tanganicanus
KaTangaPool_C

13,723 bp

ribosomal RNAs
transfer RNAs
other genes
ATP synthase
complex IV (cytochrome c oxidase)
complex III (ubichinol cytochrome c reductase)
complex I (NADH dehydrogenase)

Repeat forward

Repeat forward

Palindrome
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