Sequence Reads
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Top 10 Sequences

[] k__Bacteria,p__Firmicutes,c__Bacilli,o__,f__,g__,s__

O k__Bacteria,p__Actinobacteria,c__Actinobacteria,o__,f__,g__,s__

] k__Bacteria,p__Bacteroidetes,c__Bacteroidia,o__,f__,g__,s__

[] k__Bacteria,p__Firmicutes,c__Clostridia,o__,f__,g__,s__
k__Bacteria,p__Proteobacteria,c__Gammaproteobacteria,o__,f__,g__,s__

] k__Bacteria,p__Proteobacteria,c__Betaproteobacteria,o__,f__,g__,s__

| k__Bacteria,p__Proteobacteria,c__Alphaproteobacteria,o__,f__,g__,s__

[l k__Bacteria,p__Fusobacteria,c__Fusobacteriia,o__,f__,g__,s__

] k__Bacteria,p__Cyanobacteria,c__Chloroplast,o__,f__,g__,s__

] k__Bacteria,p__Verrucomicrobia,c__Verrucomicrobiae,o__,f__,g__,s__



