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Table 1. Significant variants from the Cochran-Mantel-Haenszel (CMH) and Fisher’s exact tests.  Allele frequencies are presented for historical and modern samples per island, H: M. Islands that went through a recent bottleneck are indicated with an asterisk.
	Historical v. Modern
	Chromosome
	Position
	P-value
	Gene
	SMI*
	SRI*
	SCZ*
	CAT*

	Santa Catalina
	4
	19211928+
	9.441 x 10-10
	SIRT1
	-
	-
	-
	C 0.6: 0.875
T 0.4: 0.125 

	
	7
	28182330
	2.429 x 10-09
	40S ribosomal protein
	-
	-
	-
	C 0.95: 0.708
G 0.05: 0.291

	
	7
	37921854+
	3.085 x 10-09
	CDC42BPA
	-
	-
	-
	T 0.1: 0.333
G 0.9: 0.667

	
	2
	78537385+
	3.391 x 10-09
	Vwa5b1
	-
	-
	-
	C 0.722: 0.714
T 0.278: 0.288

	Northern Channel Islands
	17
	1873903
	3.042 x 10-08
	EIPR1
	C 0.375: 0.039
T 0.625: 0.9962
	1: 0
0: 1
	1:1
0:0
	-


+ Variant removed during LD pruning

