
−15 −10  −5   0   5

−4
−3

−2
−1

 0
 1

 2
 3

 4

−5
−4

−3
−2

−1
 0

 1
 2

PC1 (29.57%)

PC2 (
1.7

6%
)

PC
3 

(1
.6

1%
)

●●●●●●●●●●●●●●●●●●●●●●● ●●●●●●
●●●●
●●

● ●
●●●●●●●●●●●●
●●●●●●●●●●●●●●

●●●
●●

●●●

−5  0  5 10 15 20

−2
−1

 0
 1

 2
 3

 4
 5

−5
−4

−3
−2

−1
 0

 1
 2

PC1 (63.93%)

PC2 (
2.6

1%
)PC

3 
(1

.5
6%

)

●●●

●●
●
●●●
●●
●
●●●●●●
●●●●●●●
●●●●●●●●●●●●●●●● ●● ●●●

●●●●●

●●●●●●●●●

K=
2

K=
3

K=
4

K=
5

1668 1684168525312532 2544 2547

1205
12801625

1634165925322540254429493702

0
1

0
1

0
1

0
1

K=
2

K=
3

K=
4

K=
5

0
1

0
1

0
1

0
1

g

h

i

j

k

l

Cluster
C1
C2
C3

Haplogroup
H1
H2
H3
H4
River
Country
Study area

Cluster
C1
C
C

2

Haplogroup
H1
H2
H3
H4
River
Country
Study area

Upper Yangtze

Lower Yangtze

Middle Yangtze

Red River

Yalong River

Dadu River

M
in River

Upper Yangtze

Lower Yangtze

Middle Yangtze

Yalong River

Dadu River

M
in River

Red River

Xi
ge

da
 L

ak
e

Red River

Upper Yangtze

Lower Yangtze

Middle Yangtze

Yalong River

Dadu River

M
in River

Xi
ge

da
 L

ak
e

Pre- ca. 4.2 Ma During ca. 4.2-1.3 Ma Post ca. 1.3 Ma

Upper Yangtze

Lower Yangtze

Middle Yangtze

Yalong River

Dadu River

M
in River

Present

First Bend First Bend First Bend First Bend

m

Chengdu Chengdu Chengdu Chengdu

Red River

3

Cluster
C1
C

C

2

Haplogroup
H1
H2
H3
H4

3C
4

Mekong Yangtze

Mekong YangtzeIrrawaddy Salween


