	Table 1.  Treatments applied during the second stage cultivation (5 days) of the marine diatom Phaeodactylum tricornutum (CCAP 1052/1).

	Condition
	Abbreviation
	Temperature (°C)
	Concentration

	control
	-
	20
	-

	low temperature
	LT
	10
	-

	low temperature and NaCl
	LT+NaCl
	10
	5 mg/ml

	low temperature and ABA
	LT+ABA
	10
	4 mg/l



	Table 2.  List of selected genes involved in TAG, PUFA and xanthophyll biosynthesis in Phaeodactylum tricornutum and primer sequences used for gene expression analysis by quantitative real-time PCR.

	Pathway
	Gene name
	Abbreviation
	Primer sequence 5’-3’
	Locus Tag
	Reference

	TAG synthesis
	diacylglycerol acyltransferase
	DGAT
	for: CGCTAGTATGGGTTCCATTGA
rev: ATAACGAGAACTGCCAGAATC
	PHATRDRAFT_49462
	(Bowler, 2008)

	EPA/PUFAs
	∆5-desaturase
	PTD5
	for: TCGGCCTGGTATCCCTTTAT
rev: CCACCAGTCACGTGCAAATA
	PHATRDRAFT_22459
	“

	“
	∆6-desaturase
	PTD6
	for: ACTACGCTTGGATGCTTACC
rev: AGACAATGGCGAGCAAGAA
	PHATRDRAFT_29488
	“

	“
	elongase ∆6b1 
	ELO6b1
	for: GCTATCATGGTCTTGCATAAAGG
rev: GAGGTACGAGCTGACAAAGAA
	PHATRDRAFT_22274
	“

	“
	∆9-desaturase
	PTD9
	for: TTGTCCTTTGGCCGATCAGTGG
rev: GTATGAACGGTGCGACCAAAGTC
	PHATRDRAFT_28797
	“

	“
	∆15-desaturase
	PTD15
	for: TCGAAGAAGCGACGAAATCC
rev: TGGCAATCTCCTGCGTAAAG
	PHATRDRAFT_41570
	“

	xanthophyll cycle(s)
	zeaxanthin epoxidase 1
	ZEP1
	for: GGCACTCGAACGCATCAATC
rev: TTTCGTACTGCTTGCCGAGT
	PHATRDRAFT_45845
	“

	“
	zeaxanthin epoxidase 
	ZEP2
	for: TTTGGACTCGACGTCACCAG
rev: GGACTTTCCGAGGTTGTCGT
	PHATRDRAFT_56488
	“

	“
	zeaxanthin epoxidase 3
	ZEP3
	for: CTCAAAACGCCGGCAGAAAA
rev: CCCCGATTAAGACGTCTCCG
	PHATRDRAFT_56492
	“

	“
	violaxanthin epoxidase
	VDE
	for: ATCGTCGAGAACGACATCGG
rev: TGCCGCGATAGTAGACGAAC
	PHATRDRAFT_44635
	“

	reference gene
	ribosomal protein small subunit 30s
	RPS
	for: CCGGTCTCTTGCACATTAGT
rev: GACCTTGTCGTGGTCGATAAT
	PHATRDRAFT_10847
	“



	Table 3.  GC-MS based variations in the relative proportions of the main FAMEs in extracts of Phaeodactylum tricornutum (CCAP 1052/1) for each stage-2 cultivation treatment tested.  Letters indicate homogenous subsets for each fatty acid (p≤0.05).

	
	control
	LT
	LT+NaCl
	LT+ABA

	C14
	5.1 ± 0.2b
	4.8 ± 0.1ab
	4.7 ± 0.2a
	4.7 ± 0.1a

	C16
	31.5 ± 0.8b
	29.9 ± 0.4ab
	29.4 ± 1.2a
	28.9 ± 0.4a

	C16:1
	29.8 ± 0.7a
	28.8 ± 1.3 a
	28.5 ± 1.2 a
	29.5 ± 0.7 a

	C18
	16.3 ± 0.8 a
	16.1 ± 1.3 a
	16.7 ± 1.6 a
	15.5 ± 0.9 a

	C20:5
	10.1 ± 0.7a
	11.8 ± 0.3ab
	12.3 ± 1.2b
	12.4 ± 0.6b

	others
	7.1 ± 0.5a
	8.6 ± 0.2b
	8.3 ± 0.5b
	8.9 ± 0.2b




