
Fig. 1 Expression patterns of TaGST1 gene in wheat. A, The expression levels of TaGST1 were analyzed by

using qPCR in roots and leaves in wheat plants. B, The expression levels of TaGST1 were analyzed in wheat leaves

under Cu stress. Two-week-old wheat seedlings were treated with different concentrations of Cu (0-100 μM) for 3

days. Glyceraldehyde 3-phosphate dehydrogenase (GAPDH) was used as the internal control. Data present means

± SE (n = 3). Different letters represent significant difference at P < 0.05.


