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Table 3A. Individual causative pathogens
	Pathogens
	N (%)

	Typical bacteria
	40 (15.3)

	· S. pneumoniae
	32 (12.2)

	· S. aureus
	3 (1.1)

	· S. pyogenes
	3 (1.1)

	· H. influenzae, non typeable
	2 (0.8)

	Atypical bacteria
	84 (32.1)

	· M. pneumoniae
	78 (29.8)

	· C. pneumoniae
	5 (1.9)

	· L. pneumophila
	1 (0.4)

	Virus
	155 (59.2)

	· RSV
	60 (22.9)

	· MPV
	37 (14.1)

	· Influenza
	42 (16%)

	· PIV 1-4
	16 (6.1)


RSV: respiratory syncytial virus. hMPV: human metapneumovirus. PIV: parainfluenza virus.





Table 3B. Pathogens in co-infection
	Pathogens in co-infection
	N (%)

	Overall
	22 (8.6)

	Typical bacteria-virus
	6 (2.4)

	· S. pneumoniae-RSV
	2 (0.8)

	· S. pneumoniae-PIV
	1 (0.4)

	· S. pneumoniae-hMPV
	1 (0.4)

	· H. influenzae, non typeable-RSV
	1 (0.4)

	· S. pyogenes-hMPV
	1 (0.4)

	M. pneumoniae-virus
	8 (3.1)

	· M. pneumoniae-hMPV
	4 (1.5)

	· M. pneumoniae-PIV
	2 (0.8)

	· M. pneumoniae-RSV
	1 (0.4)

	· M. pneumoniae-influenza
	1 (0.4)

	S. pneumoniae-M. pneumoniae
	3 (1.1)

	Virus-virus
	5 (2.0)

	PIV-HMPV
	2 (0.8)

	PIV-RSV
	2 (0.8)

	PIV-influenza
	1 (0.4)


RSV: respiratory syncytial virus. PIV: parainfluenza virus. hMPV: human metapneumovirus.

