[bookmark: OLE_LINK1]Table 1: Demographic and clinical characteristics during baseline period categorized by fungal infection status 
	
	Rare Fungus (N=181)	
	Frequent Fungus (N=113)
	Total (N=294)
	p-value

	Average Age, yrs, median [range]
	11.7 
[1.8 - 42.7]
	13.7
[4.9 - 52.4]
	12.4
[1.8 - 52.4]
	0.02

	Female sex, n (%) 
	86 (48)
	49 (43)
	135 (46)
	0.49

	Race, n (%) 
	
	
	
	0.52

	   Black
	3 (1.7)
	1 (0.9)
	4 (1.4)
	

	   White
	177 (97.8)
	110 (97.3)
	287 (97.6)
	

	   Other
	1 (0.6)
	2 (1.8)
	3 (1.0)
	

	Ethnicity, Hispanic, n (%) 
	24 (13.3)
	10 (8.8) 
	34 (11.6) 
	0.25

	Genotype, n (%)
	
	
	
	0.94

	    F508del/F508del
	95 (52.5)
	61 (54.0)
	156 (53.1)
	

	    F508del/other
	71 (39.4)
	42 (36.8)
	113 (38.4)
	

	    Other/other
	15 (8.3)
	10 (8.8)
	25 (8.5)
	

	ppFEV1, mean (SD)
	86 (17)
	83 (18)
	85 (18)
	0.19

	BMI Percentile, mean (SD)
	42.22 (26.45)
	40.11 (25.27)
	41.41 (26.98)
	0.50

	Co-morbidities n (%)
	
	
	
	

	     Asthma
	46 (25.6)
	17 (14.9)
	63 (21.4)
	0.04

	     ABPA
	9 (5.0)
	6 (5.3)
	15 (5.1)
	0.81

	     CFRD
	21 (11.7)
	10 (8.7)
	31 (10.5)
	0.32

	IGE, kUA/L mean (SD)
	180 (401)
	239 (414)
	200 (405)
	0.34

	Cultures during baseline period (sputum/BAL/positive OP), n, median [range]
	4 [4-17]
	5.5 [4-14]
	4 [4-17]
	<0.01

	Fungal positive cultures during baseline period, n, median [range]
	0 [0, 1]
	3 [2, 8]
	1 [0, 8]
	<0.01

	Co-infections, n (%)
	
	
	
	

	    Chronic Pa infection
	59 (32.8)
	37 (32.7)
	96 (32.8)
	0.99

	    Ever Pa positive 
	76 (42.2)
	62 (54.9)
	138 (47.1)
	0.04

	    S.  maltophilia
	31 (17.1)
	40 (35.4)
	71 (24.1)
	<0.01

	    Nontuberculous 
    mycobacterium
	19 (10.6)
	10 (8.8)
	29 (9.9)
	0.63

	    MSSA
	139 (76.8)
	88 (77.9)
	227 (77.2)
	0.74

	    MRSA
	23 (12.8)
	16 (14.2)
	39 (13.3)
	0.74

	Fungus isolated during baseline, n (%) individuals2 
	
	
	
	

	Aspergillus 
	23 (12.8)
	85 (75.2)
	108 (36.9)
	<0.001

	A. fumigatis
	9 (5.0)
	44 (38.9)
	53 (18.0)
	<0.001

	A. flavus
	2 (1.1)
	3 (2.7)
	5 (1.7)
	0.317

	A. niger
	0 (0.0)
	1 (0.9)
	1 (0.3)
	0.205

	A. terreus
	0 (0.0)
	4 (3.5)
	4 (1.4)
	0.011

	Scedosporium
	3 (1.7)
	15 (13.3)
	18 (6.1)
	<0.001

	Other1 
	28 (15.5)
	37 (17.7)
	65 (22.1)
	0.009

	None 
	127 (70.2)
	0 (0)
	127 (43.2)
	<0.001


ppFEV1 = percent predicted forced expiratory volume in one second; BMI = body mass index; ABPA = allergic bronchopulmonary aspergillosis; CFRD = CF related diabetes; BAL = bronchoalveolar lavage fluid; OP = oropharyngeal swab; Pa = Pseudomonas aeruginosa; MRSA= methicillin resistant Staphylococcus aureus; MSSA = methicillin sensitive Staphylococcus aureus: S. maltophilia = Stenotrophomonas maltophilia; p=value determined by ANOVAs or Chi-squared tests, p < 0.05 statistiffcally significant. 
1. Other baseline fungus includes: Acremoniun (n=1), Alternaria species (n=3), Bipolaris sp. (n=1), Conidiobolus species (n=1), Dematiaceous species  (n=1), DEMATIACEOUS species  (n=1), Exophiala species  (n=1), Fungus, unknown species  (n=6), Fusarium (n=1), Fusarium species (n=2), Geotrichum sp (n=1), HYPHOMYCETES species (n=1), Mucor (n=1), Scopulariopsis species (n=4), Trichoderma species (n=2), Yeast (n=1), penecillium (n=40)
2. Not all species level data was available in our data base


Table 2: Clinical characteristics and outcomes during follow-up study period. 
	
	Rare (N=181)	
	Frequent (N=113)
	Total 
(N=294)
	p-value

	Time in follow-up study period, yrs, mean (SD) 
	4.3 (2.2)
	4.3 (2.4)
	4.3 (2.4)
	0.70

	Cultures during follow-up (sputum/BAL/positive OP), n, median [range]
	7
[2-64]
	10
[2-76]
	8
[2-76]
	0.02

	Fungal positive cultures during follow-up period, n, median [range]
	1 [0, 27]
	3 [0, 54]
	2 [0, 54]
	<0.01

	ppFEV1, mean (SD)
	81.11 (19.29)
	77.91 (20.70)
	79.88 (19.87)
	0.18

	BMI Percentile, mean (SD)
	42.50 (26.27)
	39.11 (24.96)
	41.19 (25.78)
	0.27

	Diagnosed with co-morbidities during follow up, n (%) 
	
	
	
	

	   Asthma
	62 (34.4)
	46 (40.4)
	108 (36.7)
	0.04

	   ABPA
	18 (10.0)
	14 (12.3)
	32 (10.9)
	0.81

	   CFRD
	40 (22.2)
	30 (26.3)
	70 (23.8)
	0.32

	Ever diagnosed with co-morbidities, n (%) 
	
	
	
	

	   Asthma
	108 (60)
	63 (55)
	171 (58)
	0.51

	   ABPA
	27 (15)
	20 (18)
	47 (16)
	0.53

	   CFRD
	61 (34)
	40 (35)
	101 (34)
	0.77

	During Follow up Co-infections, n (%)
	
	
	
	

	   Chronic Pa 
	67 (37.2)
	58 (51.3)
	125 (42.7)
	0.02

	   Ever Pa positive 
	94 (51.9)
	82 (72.6)
	176 (59.9)
	<0.01

	   S. maltophilia 
	54 (29.8)
	53 (46.9)
	107 (36.4)
	<0.01

	   Nontuberculous 
   mycobacterium
	30 (16.7)
	22 (19.5)
	52 (17.7)
	0.81

	   MSSA
	147 (81.2)
	89 (78.8)
	236 (80.3)
	0.61

	   MRSA
	44 (24.4)
	32 (28.3)
	76 (25.9)
	0.75

	IGE, kUA/L mean (SD)
	249 (459)
	299 (616)
	266 (516)
	0.52

	Eosinophils, absolute 103/mcL, mean (SD)
	0.25 (0.18)
	0.25 (0.16)
	0.25 (0.18)
	0.86

	Transitioned
	
	
	
	0.01

	   Stayed in the same group
	116 (64.1)
	88 (77.9)
	204 (69.4)
	

	   Transitioned Groups
	65 (35.9)
	25 (22.1)
	90 (30.6)
	

	Admissions, per year, mean (SD)
	1.57 (0.79)
	1.84 (1.27)
	1.67 (1.01)
	0.09


ppFEV1 = percent predicted forced expiratory volume in one second; BMI = body mass index; ABPA = allergic bronchopulmonary aspergillosis; CFRD = CF related diabetes; IgE = Immunoglobulin E; Pa = Pseudomonas aeruginosa; MRSA= methicillin resistant Staphylococcus aureus; MSSA = methicillin sensitive Staphylococcus aureus: S. maltophilia = Stenotrophomonas maltophilia; p=value determined by ANOVAs or Chi-squared tests, p < 0.05 statistically significant.   Ever Pa Positive was defined as ever isolating Pa on at least one occasion during the follow up period. Group during follow up was defined as the number of individuals that continued to have at least one rare or frequent year in the follow up period.



Table 3: Clinical characteristics  stratified by ABPA and fungus group
	
	Rare + ABPA (N=27)
	Rare No ABPA (N=154)
	Frequent + ABPA (N=20)
	Frequent No ABPA (N=93)
	p-value

	[bookmark: _GoBack]Age (in years) follow up, median (range)
	15.1 
9.4-20.5
	15.4
6.4 - 46.1
	16.0
13.2 - 55.2
	16.7
7.9 - 35.6
	0.03

	Average ppFEV1 follow-up, mean (SD)
	82.6 (14.9)
	80.8 (20)
	73.1 (18)
	79 (21.1)
	0.33

	BMI Percentile, mean (SD)
	43 (24.4)
	42.4 (26.7)
	42.2 (28)
	38.5 (24.4)
	0.67

	Co-morbidities during followup time, n (%) 
	
	
	
	
	

	   Asthma
	15 (55.6)
	47 (30.7)
	16 (80.0)
	30 (31.9)
	0.04

	   CFRD
	8 (44.4)
	32 (32.0)
	11 (75.0)
	19 (26.6)
	0.79

	Co-morbidities ever diagnosed, n (%) 
	
	
	
	
	

	   Asthma
	22 (81.5)
	86 (55.8)
	18 (90.0)
	45 (48.4)
	<0.01

	   CFRD
	12 (44.4)
	49 (31.8)
	15 (75.0)
	25 (26.9)
	<0.01

	Co-infections, n (%)
	
	
	
	
	

	   Chronic Pa 
	8 (29.6)
	59 (38.6)
	12 (60.0)
	46 (49.5)
	0.07

	   Ever Pa positive 
	16 (59.3)
	78 (50.6)
	18 (90.0)
	64 (68.8)
	<0.01

	   S. maltophilia 
	12 (44.4)
	42 (27.5)
	14 (70.0)
	39 (41.5)
	<0.01

	IgE, kUA/L mean (SD)
	830 (696)
	117 (240)
	987 (1115)
	123 (154)
	<0.01

	Eosinophils, absolute 103/mcL, mean (SD)
	0.39 (0.28)
	0.21 (0.13)
	0.39 (0.24)
	0.21 (0.10)
	<0.01

	Admissions, per year, mean (SD)
	1.58 (0.59)
	1.56 (0.84)
	1.97 (0.78)
	1.78 (1.44)
	0.35


ppFEV1 = percent predicted forced expiratory volume in one second; BMI = body mass index; ABPA = allergic bronchopulmonary aspergillosis; CFRD = CF related diabetes; IgE = Immunoglobulin E; Pa = Pseudomonas aeruginosa; S. maltophilia = Stenotrophomonas maltophilia; p=value determined by ANOVAs or Chi-squared tests, p < 0.05 statistically significant.   Ever Pa Positive was defined as ever isolating Pa on at least one occasion during the follow up period. Group during follow up was defined as the number of individuals that continued to have at least one rare or frequent year in the follow up period.

  










