Table 2 Clinical data of patients with paired samples. The cases were classified into three groups based on the amplification status of the oncogene MYCN associated with the presence of CNAs in Chr11q cytobands. 
	 
	Group 1
	Group 2
	Group 3

	 
	Amplified MYCN/11qN
	Non-amplified MYCN/11q-
	Non-amplified MYCN/11qN

	Clinical parameter/Case ID
	32
	53
	76
	15
	20
	42
	13
	34
	44
	49
	81

	Stage (INSS)
	IV
	III
	IV
	GNB
	IV
	IV
	IV
	IV
	GNB/NBIII
	IV
	II

	Shimada histology
	unfav
	unfav
	unfav
	unfav
	unfav
	ND
	unfav
	unfav
	fav
	unfav
	unfav

	Primary tumor location
	Ab
	Ad
	Ad
	Ad
	Ab
	Ad
	Ad
	Ab
	Th
	Ab
	Rt

	Bone marrow infiltration
	N
	N
	Y
	N
	Y
	N
	Y
	Y
	ND
	N
	ND

	Outcome
	DOD
	DOD
	DOD
	DOD
	DOD
	DOD
	DOD
	DOD
	NED
	NED
	NED

	Age at diagnosis (mo)
	32
	8
	0
	67
	56
	6
	51
	46
	74
	1
	16

	Risk group
	HR
	HR
	HR
	HR
	HR
	IR
	HR
	HR
	IR
	IR
	LR

	Number of segmental aberrations
	21
	8
	11
	20
	41
	18
	3
	2
	12
	7
	7

	COX2 (%)
	1.26
	0.43
	1.03
	6.02
	1.96
	2.79
	1.01
	N.D.
	1.31
	0.51
	1.26


Notes: age Dx, age at diagnosis; INSS, International neuroblastoma staging system; DOD, dead of disease; NED, no evidence of disease.
