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Figure 1. A, Search results and identification process for eligible studies. B, Risk of bias summary:
review authors' judgments about each risk of bias item for each included study. C, Risk of bias graph:
review authors' judgments about each risk of bias. Item presented as percentages across all included
studies. Green represents a low risk of bias, yellow represents an unclear risk of bias and red represents
a high risk of bias. Abbreviations: BC, background; LD, low-dose therapy; SD, standard dose; PRO,

prospective study.
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Figure 2. Effects of RTX versus conventional therapy on TR. The square area represents the weight
assigned to the study in the meta-analysis, while the position of the square represents OR. The
horizontal line represents the 95% Cls. The diamond represents summary data centered on the pooled

estimates with the mean OR, and the width spans the corresponding 95% Cls. Abbreviations: OR,

QOddis rates; SD, standard dose.




(A)

%

Study WMD (95% Cl) Weight
Low doses :
Cravedi (2007) + : —6.20 (-10.07, —2.33) 7.5
Sugiura (2010) : - ~1.40 (~5.44,2.64) 6.86
Ramachandran (2016) € -+ : —9.20 (-18.21,-0.19) 2.27
Moroni (2017) 45 —5.40 (-9.23,-1.57) 7.23
Bagchi (2018) : —— —2.30 (—4.37,-0.23) 10.97
Fenoglio (2020) %—0—- —2.40 (-5.02,0.22) 9.71
Subtotal (I-squared = 29.8%, p = 0.212) - ~3.43(=5.11,~1.75) 4419
1
I
Standard dose :
Remuzzi (2002) —_—— —4.90 (-6.11, -3.69) 12.74
Ruggenenti (2003) _0—:— —5.60 (—8.99, —2.21) 8.07
Ruggenenti (2006) E g —4.00 (—8.30, 0.30) 6.42
Fervenza (2008) ,g : —6.80 (—10.70, —2.90) 7.10
Fervenza (2010) —_—— E —9.60 (-11.71, -7.49) 10.87
Busch (2013) —H— —3.50 (-5.72,-1.28) 10.61
Subtotal (I-squared = 74.3%, p = 0.002) = -579 (~7.80,-3.78) 5581
E
Overall (I-squared = 69.2%, p = 0.000) <> —4.85 (-6.34, —3.37) 100.00
1
NOTE: Weights are from random effects analysis i
rrrrrrrrr T T T 1T T T T T LI
-18-17-16-15-14-13-12-11-10-9 -8 -7 -6 -5 -4 -3-2-1 0 1 2 3
(B)
%
Study WMD (95% Cl) Weight
Low dose
Cravedi (2007) —_— 1.10(0.67, 1.53) 9.55
Sugiura (2010) + 0.60 (-0.17,1.37) 552
Moroni (2017) —— 0.80 (0.46, 1.14) 10.92
Fenoglio (2020) ——— —-0.10(-0.51,0.31) 9.82
Subtotal (I-squared = 83.2%, p = 0.000) <> 0.60 (0.05, 1.15) 35.82
Standard dose
Remuzzi (2002) —_— 0.80 (0.65, 0.95) 13.39
Ruggenenti (2003) —_— 0.70(0.30, 1.10) 9.90
Ruggenenti (2006) —_—— 0.60(0.09, 1.11) 837
Fervenza (2008) —_— 1.20(0.69, 1.71) 843
Fervenza (2010) —_— 1.30(0.96, 1.64) 10.83
Busch (2013) _— 1.00 (0.52, 1.48) 8.75
Ramachandran (2016) * > 1.60(0.71,2.49) 451
Subtotal (I-squared = 53.7%, p = 0.044) O 0.96 (0.74,1.19) 64.18
Overall (I—squared = 72.0%, p = 0.000) i 0.84 (0.61,1.07) 100.00
NOTE: Weights are from random effects analysis
I I I I I I

-1.5 -1 -5 0 5 1 15




Figure 3. Effects of different dosage RTX on (A) proteinuria and (B) ALB. The square area represents
the weight assigned to the study in the meta-analysis, while the position of the square represents of
single study mean difference. The horizontal line represents the 95% Cls. The diamond represents
summary data centered on the pooled estimates with the mean difference, and the width spans the

corresponding 95% Cls.
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Figure 4. Effects of different dosage RTX on Scr. The square area represents the weight assigned to the
study in the meta-analysis, while the position of the square represents of single study mean difference.
The horizontal line represents the 95% Cls. The diamond represents summary data centered on the

pooled estimates with the mean difference, and the width spans the corresponding 95% Cls.



