Fig 1
CDA4* T cells of healthy controls
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Fig 2
CD4* T cells of healthy controls
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Fig 3
NF-kB translocation of Jurkat cells
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Human T-B cells co-culture

Fig 4
CD4* T cells /CD19* B cells of healthy controls
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Human T-B cells co-culture

Fig 5

CD4* T cells /CD19* B cells of RA patients
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Fig 6
CIA mice in Vvivo
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Fig 7

CIA mice in vitro
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Fig 8



Supplementary data
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