[bookmark: OLE_LINK201][bookmark: OLE_LINK202]Table1.Characteristics of the study population.
	Characteristic
	[bookmark: OLE_LINK203]M group (n=17)
	[bookmark: OLE_LINK204][bookmark: OLE_LINK205]M/S group (n=53)
	P-value

	Age(years)
	37.1(11.4)
	38.5(11.6)
	0.675a

	BMI(kg/m2)
	21.1(2.3)
	22.1(3.1)
	0.214a

	Race/ Ethnicity:
-Asian
-Other
	
17
0
	
53
0
	
NS

	Currently married
	15(88.2)
	42(79.2)
	[bookmark: OLE_LINK191][bookmark: OLE_LINK192][bookmark: OLE_LINK206]0.498b

	Ever pregnant
	12(70.6)
	41(77.4)
	0.746 b

	Menopausal status:
-Premenopausa
-Premenopausal
	
12(70.6)
5(29.4)
	
39(73.6)
14(26.4)
	[bookmark: OLE_LINK193][bookmark: OLE_LINK194]1.000 b

	Use of hormone replacement therapy
	0
	6(11.3)
	[bookmark: OLE_LINK195][bookmark: OLE_LINK196]0.175 b

	Diabetes
	0
	5(9.4)
	[bookmark: OLE_LINK197][bookmark: OLE_LINK198]0.325 b

	Hypertension
	[bookmark: OLE_LINK199][bookmark: OLE_LINK200]2(11.8)
	10(18.9)
	0.717 b

	Pelvic surgery
	2(11.8)
	16(30.2)
	0.203 b

	OABSS
	4.47(0.8)
	8.58(2.1)
	<0.001


[bookmark: OLE_LINK207][bookmark: OLE_LINK208][bookmark: OLE_LINK209][bookmark: OLE_LINK210]Values given as mean (standard deviation) or median (interquartile range) and n (%)
Chi-square test used unless otherwise indicated. a – two sample t test, b – Fisher’s exact test.
[bookmark: OLE_LINK211][bookmark: OLE_LINK212]BMI, Body mass index; OAB, Overactive bladder; OABSS, Overactive Bladder Symptom Score.

Table 2. Comparisons of mean relative abundances of bacteria (as percent reported by phyla: family).
	Relative abundance(%)
	M group (n=17)
	M/S group (n=53)
	P-value

	Firmicutes
	47.7
	37.0
	0.204

	  Lactobacillaceae
	27.8
	23.5
	0.620

	  Veillonellaceae
	2.2
	2.2
	0.992

	  Staphylococcaceae
	1.7
	2.0
	0.732

	  Enterococcaceae
	5.7
	0.3
	0.600

	  Streptococcaceae
	4.6
	2.4
	0.641

	Proteobacteria
	28.2
	24.7
	0.575

	  Moraxellaceae
	6.3
	4.7
	0.538

	  Methylobacteriaceae
	2.7
	3.0
	0.868

	  Sphingomonadaceae
	3.6
	2.8
	0.847

	Actinobacteria
	5.1
	12.2
	0.019

	   Bifidobacteriaceae
	1.0
	5.7
	0.040

	Bacteroidetes
	5.0
	7.8
	0.248

	   Prevotellaceae
	2.6
	4.3
	0.462



Table 3. Comparisons of alpha diversity of microbiome
	Parameter
	M group (n=17)
	M/S group (n=53)
	P-value

	Observed species
	154.3(90.7)
	227.6(122.4)
	0.044

	Chao1
	178.1(92.0)
	257.1(120.1)
	0.023

	Ace
	181.9(85.2)
	265.8(117.2)
	0.010

	Shannon index
	2.1(1.3)
	3.1(1.3)
	0.015

	Simpson index
	0.4(0.3)
	0.2(0.2)
	0.024

	Pielou index
	0.4(0.3)
	0.6(0.2)
	0.064


Values given as mean (standard deviation)
OAB, Overactive bladder

Table 4. Some genera of bladder microbiome were associated with specific OAB symptoms.
	Genus
	OAB symptom
	Correlation coefficient
	P-value

	Flavobacterium
	Daytime frequency
	0.342
	0.004

	Campylobacter
	Nighttime frequency
	0.258
	0.031

	Porphyromonas
	Nighttime frequency
	0.299
	0.012

	Prevotella
	Nighttime frequency
	0.291
	0.015

	Bosea
	Nighttime frequency
	0.472
	<0.001

	Ezakiella
	Urgency
	0.280
	0.019

	Porphyromonas
	Urgency
	0.239
	0.046

	Bacillus
	Urgency incontinence
	0.298
	0.012

	Massilia
	Urgency incontinence
	0.313
	0.008


[bookmark: _GoBack]OAB, Overactive bladder
