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Acidobacteria
Proteobacteria
Firmicutes
Actinobacteria
Chloroflexi

unidentified_Bacteria
Gemmatimonadetes
Euryarchaeota

Bacteroidetes
Verrucomicrobia
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−0.20
0.00
0.20
0.40

Basidiomycota
Ascomycota
Mortierellomycota
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Mucoromycota
Chytridiomycota
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Tumebacillus
Rhodanobacter
Paenibacillus
Arthrobacter
Massilia
Kitasatospora
Sphingomonas
Bacillus
unidentified_Bacteria
Sporosarcina
unidentified_Burkholderiaceae
Sinomonas
Acidibacter
Lysobacter
unidentified_Clostridiales
Janthinobacterium
Streptomyces
Pseudomonas
Acinetobacter
Phenylobacterium

−0.30
−0.20
−0.10
0.00
0.10 Hygrocybe

Archaeorhizomyces
Russula
Ramariopsis
Sebacina
Mortierella
Clavulinopsis
unidentified_Glomeromycota
Clitocybe
Inocybe
Leucoagaricus
Amphinema
Myxospora
Coprinellus
Penicillium
Cladosporium
Unguiculariopsis
Pseudoomphalina
Fusarium
Zygoascus

−0.15
−0.10
−0.05
0.00
0.05
0.10(c)
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pH Longitude
Latitude
Altitude
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Phyla F = 11.892, P = 0.0001 F = 1.289, P = 0.2272Sample
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