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Abstract

To improve the taxonomy and systematics of Porcellanidae within the evolution of Anomura, we describe the complete mito-
chondrial genomes (mitogenomes) sequence of Pisidia serratifrons, which is 15,344 bp in size, contains the entire set of 37 genes,
and has an AT-rich region. The genome composition showed a high AT content of the mitogenomes was 74.29%, and exhibited
a positive AT-skew (0.017) and a negative GC-skew (-0.246). Compared with the pan-crustacean ground pattern, at least five
gene clusters (or genes) are significantly different with the typical genes, involving eleven tRNA genes and four PCGs, and the
tandem duplication/random loss and recombination models were used to explain the observed large-scale gene rearrangements.
The phylogenetic results showed that all Porcellanidae species clustered together as a group with well supported. Most Anomura
superfamilies were found to be monophyletic, except Paguroidea. In general, the results obtained in this study will contribute
to a better understanding of gene rearrangements in Porcellanidae mitogenomes and provide new insights into the phylogeny

of Anomura.
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Pisidia serratifron [rooe] ]
Nsopairaisiis Jea st B EnE

Petrolisthes haswelli
Munida gregaria

Munida isos

Munidopsis Verrilli

Mundops’s lauensi

Shinkaia crosnier B =B

Porcellanidae

Munida isos
Munida gre; arla
Shinkaia i
Munidopsi: ‘ Munidopsidae
Munidopsis
Stemonopa m51gms
Dardanus arrosor
Dardanus aspersus
Cllbanarlus infraspinatus

I Munididae Galatheoidea

| Albuneidae | Hippoidea

0.98/58

Diogenidae
Paguroidea 1

Coenobitidae

- Lon ‘ Lomidae Lomoidea
i : Kiwaidae Chirostyloidea
Gastroptychus roge Chirostylidae Y

Paralithodes camtschatzcus

Lithodes nintokuae Lithodidae

Paralithodes platypus
0 Pagurus nigrofascia

— 1/99
73//100 Pagurus maculosus

Pagurus lanuginosus
Pagurus minutus
Pagurus similis Paguridae
- Pagurus gracilipes
Pagurus japonicus
Pagurus filholi
Pagurus longicarpus
Pagurus sp.
Ocypode ceratophthalmus
Ocypode stimpsoni

Paguroidea 2

Outgroup




—— Ocypode

L—— Ocypode stimpsoni
Shinkaia crosnieri
1337—— Munidopsis Verrilli
J— vy “— Munidopsis lauensis
149,45 Munida gregaria

1 Munida isos

Pisidia i ’

Outgroup

6707 Munidopsidae

D [157.64 Munididae | Galatheoidea

Efsa1

Petrolisthes haswelli
Stemonopa insignis | Albuncidae | Hippoidea
Coenobita brevimanus
1603 Coenobita periatus
20825 Coenobita rugosus
B 15[t Coenobita variabilis
20 Birgus latro

Dardanus arrosor
—_— Dardanus aspersus
W Clibanarius infraspinatus

i Paguns
Pagurus longicarpus

99.06 H | Pagurus nigrofascia

Coenobitidae

Diogenidae

Paguroidea

J_E Pagurus

Pagurus lanuginosus

L5 | Pagurus filholi
Pagurus japonicus
Pagurus ilip
Pagurus minutus
Pagurus similis
Lithodes nintokuae
Paralithodes platypus

2 Paralithodes camtschaticus

1554 P rogen [(‘h|rosl)lidae
| Eem P c
Pl Kiwa tyleri |Kiwaidae
15381 L
L Lomis hirta |Lomidae | Lomoidea

Paguridae

39.84)

9193 Lithodidae

Triassic Jurassic Cretaceous Tertiary

200 “150 -100 50 0
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