
lb
g_

N
A

A
N

A
A

G

fw
m

_G
P

C
P

C
h

fg
m

_G
P

C
P

C
h

lb
g_

G
P

C
P

C
h

fg
m

_G
lu

G
ln

fg
m

_N
A

A
N

A
A

G

fg
m

_m
I

fw
m

_m
I

fw
m

_N
A

A
N

A
A

G

lb
g_

m
I fw

m
_G

lu
G

ln

lb
g_

G
lu

G
ln

0.
6

0.
8

1.
0

1.
2

1.
4

1.
6

DKA

H
ei

gh
t

lb
g_

G
P

C
P

C
h

lb
g_

m
I

fg
m

_G
P

C
P

C
h

fg
m

_m
I

fw
m

_G
lu

G
ln

fw
m

_G
P

C
P

C
h

fw
m

_N
A

A
N

A
A

G

lb
g_

G
lu

G
ln

lb
g_

N
A

A
N

A
A

G fw
m

_m
I

fg
m

_G
lu

G
ln

fg
m

_N
A

A
N

A
A

G

0.
6

0.
8

1.
0

1.
2

1.
4

1.
6

non−DKA

H
ei

gh
t


